'Amos7 VB command file for Nature Biotechnology analysis.

'Things that differ from the classic measurement model are highlighted in color. 

#Region "Header"

Imports System

Imports System.Diagnostics

Imports Microsoft.VisualBasic

Imports AmosEngineLib

Imports AmosGraphics

Imports AmosEngineLib.AmosEngine.TMatrixID

Imports PBayes

#End Region

Module MainModule


Public Sub Main()



' Your code goes here.



Dim Sem As New AmosEngine


Try


    '----------- Output specifications. Comment out what you do not want


    'Sem.AllImpliedMoments()


   Sem.Mods(4)       'Modification indicies (only works for data sets without missing values)


    'Sem.Corest()


    Sem.ResidualMoments()


    'Sem.SampleMoments()


    Sem.Smc()




    Sem.Standardized()



    Sem.TextOutput()



   ' Sem.TotalEffects()





    '----------- Data & group name. 
Change data file specification to fit your arrangements. 

    Sem.BeginGroup("V:\_ACTIVE\00_Projects_Major\2009_Stem_Cell\52_tClone_shortMS\Amos\forAmos1.sav")

    Sem.GroupName("CFA for NatureBiotech R&R")







 '------------ Measurement equations: observed = mean + TRUE + random_error

    Sem.AStructure( " AgeM = t_AgeM (1)  + e_AgeM (1)" ) 

    Sem.AStructure( " maleM = t_maleM (1)  + e_maleM (1)" ) 

    Sem.AStructure( " cathQ = t_cathQ (1)  + e_cathQ (1)" ) 

    Sem.AStructure( " fundmQ = t_fundmQ (1)  + e_fundmQ (1)" ) 

    Sem.AStructure( " SES9 = t_SES9 (1)  + e_SES9 (1)" ) 

    Sem.AStructure( " chGoNowM = t_chGoNowM (1)  + e_chGoNowM (1)" ) 

    Sem.AStructure( " caEndgrQ = t_clonAnml (1)  + e_caEndgrQ (1)" ) 

    Sem.AStructure( " caFarmQ = () + t_clonAnml  + e_caFarmQ (1)" ) 

    Sem.AStructure( " chKidQ = t_clonPpl (1)  + e_chKidQ (1)" ) 

    Sem.AStructure( " chAdultQ = () + t_clonPpl  + e_chAdultQ (1)" ) 

    Sem.AStructure( " ctHrtQ = t_stemMain (1)  + e_ctHrtQ (1)" ) 

    Sem.AStructure( " ctCancrQ = () + t_stemMain  + e_ctCancrQ (1)" ) 

    Sem.AStructure( " ctAllrgQ = () + t_stemMain + t_cosmetic  + e_ctAllrgQ (1)" ) 

    Sem.AStructure( " cnHrtQ = () + t_stemMain  + e_cnHrtQ (1)" ) 

    Sem.AStructure( " cnCancrQ = () + t_stemMain  + e_cnCancrQ (1)" ) 

    Sem.AStructure( " cnAllrgQ = () + t_stemMain + t_cosmetic   + e_cnAllrgQ (1)" ) 

    Sem.AStructure( " cipsHrtQ = t_iPS (1)  + e_cipsHrtQ (1)" ) 

    Sem.AStructure( " cipsCancrQ = () + t_iPS  + e_cipsCancrQ (1)" ) 

    Sem.AStructure( " cipsAllrgQ = () + t_iPS + t_cosmetic  + e_cipsAllrgQ (1)" ) 

    Sem.AStructure( " ctSkinQ = t_cosmetic (1) + t_stemMain + e_ctSkinQ (1)" ) 

    Sem.AStructure( " cnSkinQ = () + t_cosmetic + t_stemMain  + e_cnSkinQ (1)" ) 

    Sem.AStructure( " cipsSkinQ = () + t_cosmetic + t_iPS   + e_cipsSkinQ (1)" ) 

 '------------ Constraints, if any, on the variance of errors to observed variables

    Sem.AStructure( " e_AgeM (0 )" ) 

    Sem.AStructure( " e_maleM (0 )" ) 

    Sem.AStructure( " e_cathQ (0 )" ) 

    Sem.AStructure( " e_fundmQ (0 )" ) 

    Sem.AStructure( " e_SES9 (0 )" ) 

    Sem.AStructure( " e_chGoNowM (0 )" ) 

 '------------ Means & error variances for true "X" [independent, exogenous, causal order=1] variables

    Sem.AStructure( " t_AgeM =  ()  + v_AgeM  (1)" )

    Sem.AStructure( " t_maleM =  ()  + v_maleM  (1)" )

    Sem.AStructure( " t_cathQ =  ()  + v_cathQ  (1)" )

    Sem.AStructure( " t_fundmQ =  ()  + v_fundmQ  (1)" )

    Sem.AStructure( " t_SES9 =  ()  + v_SES9  (1)" )

    Sem.AStructure( " t_chGoNowM =  ()  + v_chGoNowM  (1)" )

 '------------ Covariances among true "X" independent [causal order=1] variables (unless there is only 1 such)

    Sem.AStructure( " v_AgeM  <-->   v_maleM " )

    Sem.AStructure( " v_AgeM  <-->   v_cathQ " )

    Sem.AStructure( " v_AgeM  <-->   v_fundmQ " )

    Sem.AStructure( " v_AgeM  <-->   v_SES9 " )

    Sem.AStructure( " v_AgeM  <-->   v_chGoNowM " )

    Sem.AStructure( " v_maleM  <-->   v_cathQ " )

    Sem.AStructure( " v_maleM  <-->   v_fundmQ " )

    Sem.AStructure( " v_maleM  <-->   v_SES9 " )

    Sem.AStructure( " v_maleM  <-->   v_chGoNowM " )

    Sem.AStructure( " v_cathQ  <-->   v_fundmQ " )

    Sem.AStructure( " v_cathQ  <-->   v_SES9 " )

    Sem.AStructure( " v_cathQ  <-->   v_chGoNowM " )

    Sem.AStructure( " v_fundmQ  <-->   v_SES9 " )

    Sem.AStructure( " v_fundmQ  <-->   v_chGoNowM " )

    Sem.AStructure( " v_SES9  <-->   v_chGoNowM " )

 '------------- Covariances among true variables of the same causal order (if any)

    Sem.AStructure( " v_clonAnml  <-->   v_clonPpl " )

    Sem.AStructure( " v_clonAnml  <-->   v_stemMain " )

    Sem.AStructure( " v_clonAnml  <-->   v_iPS " )

    Sem.AStructure( " v_clonAnml  <-->   v_cosmetic " )

    Sem.AStructure( " v_clonPpl  <-->   v_stemMain " )

    Sem.AStructure( " v_clonPpl  <-->   v_iPS " )

    Sem.AStructure( " v_clonPpl  <-->   v_cosmetic " )

    Sem.AStructure( " v_stemMain  <-->   v_iPS " )

    Sem.AStructure( " v_stemMain  <-->   v_cosmetic " )

    Sem.AStructure( " v_iPS  <-->   v_cosmetic " )

 '------------ Regression equations [among true X and true Y variables] 

    Sem.AStructure( " t_clonAnml = t_AgeM + t_maleM + t_cathQ + t_fundmQ + t_SES9 + t_chGoNowM + () + v_clonAnml(1)" ) 

    Sem.AStructure( " t_clonPpl = t_AgeM + t_maleM + t_cathQ + t_fundmQ + t_SES9 + t_chGoNowM + () + v_clonPpl(1)" ) 

    Sem.AStructure( " t_stemMain = t_AgeM + t_maleM + t_cathQ + t_fundmQ + t_SES9 + t_chGoNowM + () + v_stemMain(1)" ) 

    Sem.AStructure( " t_iPS = t_AgeM + t_maleM + t_cathQ + t_fundmQ + t_SES9 + t_chGoNowM + () + v_iPS(1)" ) 

    Sem.AStructure( " t_cosmetic = t_AgeM + t_maleM + t_cathQ + t_fundmQ + t_SES9 + t_chGoNowM + () + v_cosmetic(1)" ) 


 '------------------- Correlated errors, if any.


Sem.AStructure( "e_ctAllrgQ <--> e_cnAllrgQ  " )


Sem.AStructure( " e_ctAllrgQ <--> e_cipsAllrgQ  " )


Sem.AStructure( " e_cnAllrgQ <--> e_cipsAllrgQ  " )


Sem.AStructure( "e_cipsAllrgQ <--> e_cipsSkinQ  " )


Sem.AStructure( " e_cnAllrgQ <--> e_cnSkinQ   " )


Sem.AStructure( " e_ctAllrgQ <--> e_ctSkinQ   " )


Sem.FitModel()



  '-------------------- End 


        Finally



                 Sem.Dispose()


 End Try



End Sub

End Module
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